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Pathways Adjusted p-value matches

Immune System 5.85e-8 38/150

Innate Immune System 2.05e-5 26/150

Neutrophil degranulation 4.37e-5 19/150

Pathways Adjusted p-value Matches

Extracellular Matrix organization 1.74e-8 26/388

Collagen formation 1.79e-6 13/388

Signaling by PDGF 1.04e-5 11/388

Signaling by receptor tyrosine kinases 3.24e-5 28/388

Integrin cell surface interactions 4.44e-5 12/388

YAP1- and WWTR1 (TAZ)-stimulated gene expression 2.06e-4 5/388

Heterochromatic in control to (partially) expressed in RA

Expressed in control to (partially polycomb) repressed in RA





H3K27me3
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genes gaining
heterochromatin

in HepG2

genes loosing
heterochromatin

in HepG2

genes staying
expressed
in HepG2

genes staying
heterochromatic

in HepG2

TCGA, 50 normal/tumor pairs (liver)








