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FHIR data
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Graph databases
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Conversion

'a285c0-4714-dd3c-4837-8719c9b67873",

"resourceType": "Patient",
'a72285c0-4714-dd3c-4837-8719c9b67873"

: "http://terminology.hl7.org/CodeSystem/v2-0203",
S",
'Social Security Number"

18

"text": "Social Security Number"
"syster http://hI7.org/fhir/sid/us-ssn",
"value": "999-89-9528"

phone”,
"value": "555-753-6560",

"request": {
"method": "POST",
"url": "Patient"

}
n
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Conversion

157 Resource types
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Generic conversion
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Optimisation



Optimisation

Reference path reduction strategy
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Optimisation

Generic bundle conversion Optimised structure



Enrichment

Ontology integration

& MeDaX
adapter

BioCypher
biocypher.org/BioCypher




Challenges and solutions

Prototype set up at Challenge: memory shortage
DIZ ! Universitats Solution: batching approach
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Challenges and solutions

Challenge: duplicate Resources in Challenge: missed References between
different bundles Resources in different batches

Solution: new unique ID for every Solution: dummy nodes for Reference
Resource targets

Unique ID: <Resource type> + <Resource ID>
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Perspectives

Integration of diverse data sources, i.e. Novel Analysis and Recommendation
approach for study Features using graph technology (NARF), semantically
enriched tabular data.
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